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3 <110> APPLICANT: James, David 

4 Govers, Roland 

6 <12 0> TITLE OF INVENTION: Novel Translocation Assay 
8 <130> FILE REFERENCE: FBRIC54 . 001APC 



10 


<140> CURRENT APPLICATION NUMBER: US 10/567, 894A 










C--> 11 


<141> CURRENT FILING DATE: 2006-02-08 
















13 


<150> PRIOR APPLICATION NUMBER: AU2003904237 












14 


<151> PRIOR FILING DATE: 2003-08-08 
















16 


<150> PRIOR APPLICATION NUMBER: PCT/AU2 004/001057 










17 


<151> PRIOR FILING DATE: 2004-08-09 
















iy 


<160> NUMBER OF SEQ ID NOS : 64 
















Z 1 


<170> SOFTWARE: Patentln version 3.3 








j- 








Z 3 


<210> SEQ ID NO: 1 


















<211> LENGTH: 2128 
















Zo 


<212> TYPE: DNA 
















Z b 


<213> ORGANISM: Homo sapiens 
















z y 


<22 0> FEATURE: 
















J u 


<221> NAME/KEY: CDS 
















jl 


<222> LOCATION: (146) (1672) 
















33 


<400> SEQUENCE: 1 
















34 


gggggtccca tcgggcccgc cctcgcacgt cactccggga 


cccccgcggc ctccgcaggt 


60 


36 


tctgcgctcc aggccggagt cagagactcc aggatcggtt 


ctttcatctt cgccgcccct 


120 


38 


gcgcgtccag ctcttctaag acgag atg ccg teg 


ggc 


ttc 


caa 


cag 


ata 


ggc 


172 


39 


Met Pro Ser 


Gly 


Phe 


Gin 


Gin 


He 


Gly 




40 


1 




5 












42 


tec gaa gat ggg gaa ccc cct cag cag cga 


gtg 


act 


ggg 


acc 


ctg 


gtc 


220 


43 


Ser Glu Asp Gly Glu Pro Pro Gin Gin Arg 


Val 


Thr 


Gly 


Thr 


Leu 


Val 




44 


10 15 


20 










25 




46 


ctt get gtg ttc tct gcg gtg ctt ggc tec 


ctg 


cag 


ttt 


ggg 


tac 


aac 


268 


47 


Leu Ala Val Phe Ser Ala Val Leu Gly Ser 


Leu 


Gin 


Phe 


Gly 


Tyr 


Asn 




48 


30 35 










40 






50 


att ggg gtc ate aat gee cct cag aag gtg 


att 


gaa 


cag 


age 


tac 


aat 


316 


51 


lie Gly Val lie Asn Ala Pro Gin Lys Val 


He 


Glu 


Gin 


Ser 


Tyr 


Asn 




52 


45 50 








55 








54 


gag acg tgg ctg ggg agg cag ggg cct gag 


gga 


ccc 


age 


tec 


ate 


cct 


364 


55 


Glu Thr Trp Leu Gly Arg Gin Gly Pro Glu 


Gly 


Pro 


Ser 


Ser 


He 


Pro 




56 


60 65 






70 










58 


cca ggc acc etc ace acc etc tgg gec etc 


tec 


gtg 


gee 


ate 


ttt 


tec 


412 


59 


Pro Gly Thr Leu Thr Thr Leu Trp Ala Leu 


Ser 


Val 


Ala 


He 


Phe 


Ser 




60 


75 80 




85 












62 


gtg ggc ggc atg att tec tec ttc etc att 


ggt 


ate 


ate 


tct 


cag 


tgg 


460 


63 


Val Gly Gly Met lie Ser Ser Phe Leu lie 


Gly 


He 


He 


Ser 


Gin 


Trp 




64 


90 95 


100 










105 
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66 ctt gga i 


agg 


aaa 


agg 


gee 


atg 


ctg 


gtc 


aac 


aat 


gtc 


ctg 


gcg 


gtg 


ctg 


508 


67 Leu Gly Arg 


Lys 


Arg 


Ala 


Met 


Leu 


Val 


Asn 


Asn 


Val 


Leu 


Ala 


Val 


Leu 




68 








110 










115 










120 






70 ggg ggc . 


age 


etc 


atg 


ggc 


ctg 


gee 


aac 


get 


get 


gee 


tec 


tat 


gaa 


atg 


556 


71 Gly Gly Ser 


Leu 


Met 


Gly 


Leu 


Ala 


Asn 


Ala 


Ala 


Ala 


Ser 


Tyr 


Glu 


Met 




72 






125 










130 










135 








74 etc ate < 


ctt 


qqa 

3 3 


cga 


ttc 


etc 


att 


qqc 

3 3 


qcc 


tac 


tea 


ggg 


ctg 


aca 


tea 


604 


75 Leu He : 


Leu 


Gly 


Arg 


Phe 


Leu 


He 


Gly 


Ala 


Tyr 


Ser 


Gly 


Leu 


Thr 


Ser 




76 


140 










145 










150 










78 ggg ctg gtg 


ccc 


atg 


tac 


ata 


aaa 

333 


aaa 

3 *-*3 


att 


act 


ccc 


act 


cac 


ctq 


cqq 

3 3 


652 


79 Gly Leu Val 


Pro 


Met 


Tvr 

2 


Val 


Gly 


Glu 


He 


Ala 


Pro 


Thr 


His 


Leu 


Arg 




80 155 










160 










165 












82 ggc gee 


ctg 


ooo 
yyy 


acg 


etc 


aac 


caa 


eta 

v " ^3 


acc 

3 ^ ^ 


att 


qtt 


ate 


qqc 

3 3 


att 


ctg 


700 


83 Gly Ala Leu 


Glv 


Thr 


Leu 


Asn 


Gin 


Leu 


Ala 


He 


Val 


He 


Gly 


He 


Leu 




84 170 










175 










180 










185 




86 ate gee 


cag 


ata 


eta 


aac 


ttg 


gag 


tec 


etc 


ctq 


ggc 


act 


gee 


age 


ctg 


748 


87 He Ala < 


Gin 


Val 


Leu 


Gly 


Leu 


Glu 


Ser 


Leu 


Leu 


Gly 


Thr 


Ala 


Ser 


Leu 




88 








190 










195 










200 






90 tgg cca 


ctg 


etc 


ctg 


ggc 


etc 


aca 


gtg 


eta 


cct 


gee 


etc 


ctg 


cag 


ctg 


796 


91 Trp Pro 


Leu 


Leu 


Leu 


Gly 


Leu 


Thr 


Val 


Leu 


Pro 


Ala 


Leu 


Leu 


Gin 


Leu 




92 






205 










210 










215 








94 gtc ctg 


ctg 


ccc 


ttc 


tgt 


ccc 


gag 


age 


ccc 


cgc 


tac 


etc 


tac 


ate 


ate 


844 


95 Val Leu 


Leu 


Pro 


Phe 


Cys 


Pro 


Glu 


Ser 


Pro 


Arg 


Tyr 


Leu 


Tyr 


lie 


He 




96 




220 










225 










230 










98 cag aat 


etc 


gag 


ggg 


cct 


gee 


aga 


aag 


agt 


ctg 


aag 


cgc 


ctg 


aca 


ggc 


892 


99 Gin Asn 


Leu 


Glu 


Gly 


Pro 


Ala 


Arg 


Lys 


Ser 


Leu 


Lys 


Arg 


Leu 


Thr 


Gly 




100 


235 










240 








245 










102 tgg 


gec 


gat gtt tct gga gtg ctg get gag ctg aag gat gag aag egg 


940 


103 Trp 


Ala 


Asp Val Ser Gly Val Leu Ala Glu Leu Lys Asp Glu Lys Arg 




104 250 










255 








260 








265 




106 aag 


ctg 


gag cgt gag egg cca ctg tec ctg etc cag etc ctg ggc age 


988 


107 Lys 


Leu 


Glu Arg Glu Arg Pro Leu Ser Leu Leu Gin Leu Leu Gly Ser 




108 








270 








275 








280 




110 cgt 


acc 


cac egg cag ccc ctg ate att gcg gtc gtg ctg cag ctg age 


1036 


111 Arg 


Thr 


His Arg Gin Pro Leu He He Ala Val Val Leu Gin Leu Ser 




112 






285 








290 








295 






114 cag 


cag 


etc tct ggc ate aat get gtt ttc tat tat teg acc age ate 


1084 


115 Gin 


Gin 


Leu Ser Gly He Asn Ala Val Phe Tyr Tyr Ser Thr Ser He 




116 




300 








305 








310 








118 ttc 


gag 


aca gca ggg gta ggc cag cct gee tat gee acc ata gga get 


1132 


119 Phe 


Glu 


Thr Ala Gly Val Gly Gin Pro Ala Tyr Ala Thr He Gly Ala 




120 


315 










320 








325 










122 ggt 


gtg 


gtc aac aca gtc ttc acc ttg gtc teg gtg ttg ttg gtg gag 


1180 


123 Gly 


Val 


Val Asn Thr Val Phe Thr Leu Val Ser Val Leu Leu Val Glu 




124 330 










335 








340 








345 




126 egg 


gcg 


ggg cgc egg acg etc cat etc ctg ggc ctg gcg ggc atg tgt 


1228 


127 Arg 


Ala 


Gly Arg Arg Thr Leu His Leu Leu Gly Leu Ala Gly Met Cys 




128 








350 








355 








360 




130 ggc 


tgt 


gee ate ctg atg act gtg get ctg etc ctg ctg gag cga gtt 


1276 
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131 Gly Cys Ala He Leu Met Thr Val Ala Leu Leu Leu Leu Glu Arg Val 

132 365 370 375 

134 cca gcc atg age tac gtc tec att gtg gec ate ttt ggc ttc gtg gca 

135 Pro Ala Met Ser Tyr Val Ser He Val Ala He Phe Gly Phe Val Ala 
380 385 390 

ttt ttt gag att ggc cct ggc ccc att cct tgg ttc ate gtg gcc gag 
Phe Phe Glu He Gly Pro Gly Pro He Pro Trp Phe He Val Ala Glu 
395 400 405 

142 etc ttc age cag gga ccc cgc ccg gca gcc atg get gtg get ggt ttc 

143 Leu Phe Ser Gin Gly Pro Arg Pro Ala Ala Met Ala Val Ala Gly Phe 

144 410 415 420 425 

146 tec aac tgg acg age aac ttc ate att ggc atg ggt ttc cag tat gtt 

147 Ser Asn Trp Thr Ser Asn Phe He He Gly Met Gly Phe Gin Tyr Val 



136 
138 
139 
140 



148 



430 



435 



440 



150 gcg gag get atg ggg ccc tac gtc ttc ctt eta ttt gcg gtc etc ctg 

151 Ala Glu Ala Met Gly Pro Tyr Val Phe Leu Leu Phe Ala Val Leu Leu 

152 445 450 455 

154 ctg ggc ttc ttc ate ttc ace ttc tta aga gta cct gaa act cga ggc 

155 Leu Gly Phe Phe He Phe Thr Phe Leu Arg Val Pro Glu Thr Arg Gly 

156 460 465 470 

158 egg acg ttt gac cag ate tea get gcc ttc cac egg aca ccc tct ctt 

159 Arg Thr Phe Asp Gin He Ser Ala Ala Phe His Arg Thr Pro Ser Leu 

160 475 480 485 

162 tta gag cag gag gtg aaa ccc age aca gaa ctt gag tat tta ggg cca 

163 Leu Glu Gin Glu Val Lys Pro Ser Thr Glu Leu Glu Tyr Leu Gly Pro 

164 490 495 500 505 

166 gat gag aac gac tgaggggeca ggcaggggtg ggagagccag ctctctctac 

167 Asp Glu Asn Asp 

170 ccggcccaga gaccccttcc tttcctctgc agcactttaa ccctctcttc cctattattt 
172 ccgggtggaa aagaatccct gcagcctggt agaattggga agctggggga agggtggtct 
174 gagcaccccc tcattcccct cgtgtgactc tcttggatta tttatgtgtt gtggtttggc 
176 cgtggccatc agggtgggcc actctcccct ccctcttcct tcccccatcc cctttcctcc 
178 ccaccttccc cagactcagc tccagaatac cttcttcgct gctagagaag ggggattgga 
180 gggaagacag gtctagactt tctcagtggg acaaaccaga gcagagagca ggacaggaga 
182 caagaaatcc agtttcccac caccttggac tcctcccaca atctgggact ttcact 

185 <210> SEQ ID NO: 2 

186 <211> LENGTH: 509 

187 <212> TYPE: PRT 

188 <213> ORGANISM: Homo sapiens 
190 <400> SEQUENCE: 2 

192 Met Pro Ser Gly Phe Gin Gin He Gly Ser Glu Asp Gly Glu Pro Pro 

193 1 5 10 15 

196 Gin Gin Arg Val Thr Gly Thr Leu Val Leu Ala Val Phe Ser Ala Val 



197 



20 



25 



30 



2 00 Leu Gly Ser Leu Gin Phe Gly Tyr Asn He Gly Val He Asn Ala Pro 



201 



35 



40 



45 



204 Gin Lys Val lie Glu Gin Ser Tyr Asn Glu Thr Trp Leu Gly Arg Gin 



205 



50 



55 



60 



1324 



1372 



1420 



1468 



1516 



1564 



1612 



1660 



1712 

1772 
1832 
1892 
1952 
2012 
2072 
2128 



208 Gly Pro Glu Gly Pro Ser Ser He Pro Pro Gly Thr Leu Thr Thr Leu 
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209 


65 








70 








75 










80 


212 


Trp 


Ala 


Leu Ser 


Val 


Ala 


He 


Phe 


Ser 


Val Gly 


Glv 


Met 


He 


Ser 


Ser 


213 








85 










90 








95 




216 


Phe 


Leu 


He Gly 


He 


He 


Ser 


Gin 


Tro 


Leu Gly 


Ara 


Lvs 


Ara 

ZD 


Ala 


Met 


217 






100 










105 








110 






220 


Leu 


Val 


Asn Asn 


Val 


Leu 


Ala 


Val 


Leu 


Gly Gly 


Ser 


Leu 


Met 


Glv 

vjiy 


Leu 


221 






115 








120 








125 








224 


Ala 


Asn 


Ala Ala 


Ala 


Ser 


Tyr 


Glu 


Met 


Leu lie 


Leu 


Glv 


Ara 


Phe 


Leu 


225 




130 








135 








140 










228 


He Gly Ala Tyr 


Ser Gly Leu 


Thr 


Ser 




Val 


Pro 


Met 


Tvr 
iyi 


Val 


229 


145 








150 








155 










160 


232 


Gly Glu He Ala 


Pro 


Thr 


His 


i-iC ll 


Hi y 


fil v Al Pi 
vji y nia 


ue LL 


oj. y 


Thr 
i in 


Leu 


noil 


233 








165 










170 








175 




4& J O 


uin 


Leu 


Ala He 


Val 


He Gly 


Tip 


UC LL 


Tl e> Al s 
lie AVi a 


Gin 


Val 


ue LL 


oiy 


T .pi i 
lie ll 








180 










1 ftR 

1 O Zj 








1 9ft 

-L -? \J 






94ft 


vj-LU. 


Ser 


Leu Leu 


Gly Thr Ala 


Cor 

OCX. 


Ue LL 


lip XT 1 


liC LL 


lie LL 


T .on 
ue LL 


ai v 

LJi y 


ue LL 


241 






195 








200 








205 










1 III. 


Val 


Leu Pro 


Ala 


Leu 


Leu 


ri~\ n 


LlC LL 


V^l T,f»ll 
V Ctl lie LL 


Ue LL 


rl Lv 


nic 


y o 


Pro 

L 1 KJ 


245 




210 








215 








220 














Ser 


Pro Arg 


Tyr 


Leu 


Tyr 


Tip 
lie 


lie 


VJlll ribLl 


lie ll 


VJl LL 


vyi y 




Al p\ 


949 


225 








230 








9 ^ q 
.j ~j 










240 


9^9 




Lys 


Ser Leu 


Lys Arg 


Leu 


J. All 


vjj. y 


T-rn Al ^ 

Lip zT-1 d 




vdl 


oe i 


Gl v 
w j. y 


Val 


253 








245 










250 








255 




256 


Leu 


Ala 


Glu Leu 


Lys 


Asp 


Glu 


Lys 


Arg 


Uy O UC LL 


Glu 


Arg 


Glu 


Arg 


Pro 


257 






260 










265 








270 






260 


XJC LL 


Ser 


Leu Leu 


Gin 


Leu 


Leu 


Gl v 


Ser 


Arg Thr 


His 


Ara 


Gin 


Pro 


Leu 


261 






275 








2 80 








2 85 








264 


He 


He 


Ala Val 


Val 


Leu 


Gin 


T .f^i i 
ucu 




VJXLL \J±L1 


ue ll 


Ser 


Gly 


He 


Asn 


265 




290 








295 








300 










268 


Ala 


Val 


Phe Tyr 


Tyr 


Ser 


Thr 


Ser 


He 


t lie VJJ. LL 


Thr 


Ala 


Gly 


Val 


Gly 


269 


305 








310 








315 










320 


272 


Gin 


Pro 


Ala Tyr 


Ala 


Thr 


He 


Glv 
vjiy 


Ala 


Gly Val 


Val 


Asn 


Thr 


Val 


Phe 


273 








325 










330 








335 




276 


Thr 


Leu 


Val Ser 


Val 


Leu 


Leu 


Val 


Glu 


Arg Ala 


Glv 


Ara 


Ara 


Thr 


Leu 


277 






340 










345 








350 






280 


His 


Leu Leu Gly 


Leu Ala Gly 


Met 


Cvs 


Gly Cys 


Ala 


He 


Leu 


Met 


Thr 


281 






355 








360 








365 








284 


Val 


Ala 


Leu Leu 


Leu 


Leu 


Glu 




Val 


Pro Ala 


Met 


Ser 


Tvr 

ly i 


Val 


Ser 


285 




370 








375 








380 










288 


He 


Val 


Ala He 


Phe 


Gly 


Phe 


Val 


Ala 


Phe Phe 


Glu 


He 


Gly 


Pro 


Gly 


289 


385 








390 








395 










400 


292 


Pro 


He 


Pro Trp 


Phe 


He 


Val 


Ala 


Glu 


Leu Phe 


Ser 


Gin 


Gly 


Pro 


Arg 


293 








405 










410 








415 




296 


Pro 


Ala 


Ala Met 


Ala 


Val 


Ala 


Gly 


Phe 


Ser Asn 


Trp 


Thr 


Ser 


Asn 


Phe 


297 






420 










425 








430 






300 


He 


He Gly Met 


Gly 


Phe 


Gin 


Tyr 


Val 


Ala Glu 


Ala 


Met 


Gly 


Pro 


Tyr 


301 






435 








440 








445 








304 


Val 


Phe 


Leu Leu 


Phe 


Ala 


Val 


Leu 


Leu 


Leu Gly 


Phe 


Phe 


He 


Phe 


Thr 


305 




450 








455 








460 
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308 


Phe Leu Arg Val Pro 


Glu 


Thr Arg Gly Arg 


Thr 


Phe Asp 


Gin 


He 


Ser 




309 


465 




470 










475 










480 




312 


Ala Ala Phe 


His Arg Thr 


Pro 


Ser 


Leu 


Leu 


Glu 


Gin 


Glu 


Val 


Lys 


Pro 




313 




485 










490 










495 






316 


Ser Thr Glu 


Leu Glu Tyr 


Leu 


Gly Pro Asp 


Glu 


Asn 


Asp 










317 




500 








505 


















320 


<210> SEQ ID NO: 3 


























321 


<211> LENGTH: 1566 


























322 


<212> TYPE: 


DNA 


























323 


<213> ORGANISM: Artificial sequence 


















325 


<22 0> FEATURE: 


























326 


<223> OTHER 


INFORMATION 


: Homo sapiens GLUT4 


with HA 


tacr 








329 


<220> FEATURE: 


























330 


<221> NAME/KEY: CDS 


























331 


<222> LOCATION: (1) 


. . (1566) 






















333 


<400> SEQUENCE: 3 


























334 


afn oca t~r*a 


ggc ttc 


caa 


cag 


ata 


yy<~ 


tec 




a pit 
you 


yyy 


gaa 


ccc 


cct 


48 


335 


Mf^t - Prn 53<=*t* 

IICL STJ-KJ uCJL 


Gly Phe 


Gin 


Gin 


He 


Glv 


Ser 


Glu 


Asp 


Glv 


Glu 


Pro 


Pro 




336 














10 










15 






338 


paa caa caa 


gtg act 


yyy 


acc 


ctg 


y 


ctt 


get 


at* a 

y u y 


ttc 


tct 


aca 
y *-y 


ata 
y "-*y 


96 


339 


Gin Gin Ara 


Val Thr 


Glv 


Thr 


Leu 


Val 


Leu 


Ala 


Val 


Phe 


Ser 


Ala 


Val 




340 












25 










30 








342 


ctt ggc tec 


ctg cag 


ttt 


yyy 


tac 


aac 


att 


aaa 


ate 


ate 


aat 


gee 


cct 


144 


343 


Leu Gly Ser 


Leu Gin 


Phe 


Gly 


Tvr 


Asn 


He 


Glv 


Val 


He 


Asn 


Ala 


Pro 




344 


35 








40 










45 










346 


cag aag gtg 


att gaa 


cag 


age 


tac 


aat 


y<*y 


acg 


'-yy 


ct a 


aaa 
yyy 


aaa 
c *yy 


cag 


192 


347 


Gin Lys Val 


He Glu 


Gin 


Ser 


Tyr 


Asn 


Glu 


Thr 


Trp 


Leu 


Gly 


Arq 


Gin 




348 


50 






55 










60 












350 


ggg cct gag 


ate gat 


tat 


cct 


tat 


gat 


gtt 


cct 


gat 


tat 


get 


aaa 


qqa 


240 


351 


Gly Pro Glu 


He Asp 


Tyr 


Pro 


Tyr 


Asp 


Val 


Pro 


Asp 


Tyr 


Ala 


Glu 


Gly 




352 


65 




70 










75 










80 




354 


ccc age tec 


ate cct 


cca 


ggc 


acc 


etc 


acc 


acc 


etc 


tgg 


acc 

ZD "—^ 


etc 


tec 


288 


355 


Pro Ser Ser 


He Pro 


Pro 


Gly 


Thr 


Leu 


Thr 


Thr 


Leu 


Trp 


Ala 


Leu 


Ser 




356 




85 










90 










95 






358 


gtg gec ate 


ttt tec 


gtg 


ggc 


ggc 


atg 


att 


tec 


tec 


ttc 


etc 


att 


QQt 


336 


359 


Val Ala He 


Phe Ser 


Val 


Gly 


Gly 


Met 


He 


Ser 


Ser 


Phe 


Leu 


He 


Gly 




360 




100 








105 










110 








362 


ate ate tct 


cag tgg 


ctt 


gga 


agg 


aaa 


agg 


gee 


atg 


ctg 


gtc 


aac 


aat 


384 


363 


He He Ser 


Gin Trp 


Leu 


Gly 


Arg 


Lys 


Arg 


Ala 


Met 


Leu 


Val 


Asn 


Asn 




364 


115 








120 










125 










366 


gtc ctg gcg 


gtg ctg 


ggg 


ggc 


age 


etc 


atg 


ggc 


ctg 


gee 


aac 


get 


get 


432 


367 


Val Leu Ala 


Val Leu 


Gly 


Gly 


Ser 


Leu 


Met 


Gly 


Leu 


Ala 


Asn 


Ala 


Ala 




368 


130 






135 










140 












370 


gee tec tat 


gaa atg 


etc 


ate 


ctt 


gga 


cga 


ttc 


etc 


att 


ggc 


gee 


tac 


480 


371 


Ala Ser Tyr 


Glu Met 


Leu 


He 


Leu 


Gly 


Arg 


Phe 


Leu 


He 


Gly 


Ala 


Tyr 




372 


145 




150 










155 










160 




374 


tea ggg ctg 


aca tea 


ggg 


ctg 


gtg 


ccc 


atg 


tac 


gtg 


ggg 


gag 


att 


get 


528 


375 


Ser Gly Leu 


Thr Ser 


Gly 


Leu 


Val 


Pro 


Met 


Tyr 


Val 


Gly 


Glu 


He 


Ala 




376 




165 










170 










175 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/10/567 , 894A 



DATE: 02/07/2007 
TIME: 11:41:58 



Input Set : N:\efs\02_07_07\10567894a_efs\FBRIC54SeqList.txt 
Output Set: N:\CRF4\02072007\J567894A.raw 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:57; Xaa Pos . 227,436 
Seq#:58; Xaa Pos. 227,436 
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VERIFICATION SUMMARY DATE: 02/07/2007 

PATENT APPLICATION: US/10/567 , 894A TIME: 11:41:58 

Input Set : N:\efs\02_07_07\10567894a_efs\FBRIC54SeqList *txt 
Output Set: N:\CRF4\02072007\J567894A.raw 

L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:7336 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:57 after pos.:789 
M:341 Repeated in SeqNo=57 

L:7562 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:58 after pos.:224 
M:341 Repeated in SeqNo=58 
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